The efflux pump QepA confers decreased susceptibility to hydrophilic fluoroquinolones (e.g., norfloxacin, ciprofloxacin, and enrofloxacin). In this study, we characterized the third variant, named qepA3, collected from an Escherichia coli isolate in Portugal.
in the GyrA subunit and Glu84Lys in the ParC subunit, which are consistent with the high resistance to ciprofloxacin observed in the MICs. Sequence analysis of qepA3 genetic environment revealed that the gene was located inside a genetic structure identical to that of previously described for qepA1 and qepA2. It is noteworthy that qepA3 gene, as qepA2, was not associated with the rmtB gene encoding an aminoglycoside ribosomal methylase, contrarily to qepA1. PCR-based replicon typing indicated the presence of the IncF plasmid.
We have identified and characterized a new variant of the plasmid-mediated efflux pump QepA, which is responsible for the increased levels of resistance to several clinically important quinolones, such as ciprofloxacin, and norfloxacin. This is, at our knowledge, the first description of the co-production of QepA and CMY-2. The study highlights the need of surveillance of this resistance mechanism and reinforces a more careful use of quinolones.
